
Genomicstrack,adhoctaskresults—MeijiUniversity

SummaryStatistics

RunIDMeijiHilG
RunDescriptionautomaticrunusingtitle+need+context
NumberofTopics50

Totalnumberofdocumentsoveralltopics
Retrieved:50000
Relevant:8268
Rel-ret:2711

RecallLevelPrecisionAverages
RecallPrecision
0.000.4115
0.100.2250
0.200.1612
0.300.1211
0.400.0890
0.500.0671
0.600.0482
0.700.0377
0.800.0297
0.900.0170
1.000.0000

Averageprecisionoverall
relevantdocs
non-interpolated0.0924

DocumentLevelAverages
Precision

At5docs0.2320
At10docs0.2100
At15docs0.1987
At20docs0.1940
At30docs0.1933
At100docs0.1524
At200docs0.1171
At500docs0.0764
At1000docs0.0542

R-Precision(precisionafterR
docsretrieved(whereRisthe
numberofrelevantdocuments))
Exact0.1409
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